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OIPE 



RAW SEQUENCE LISTING DATE: 02/13/2002 

PATENT APPLICATION: US/10/053 , 530 TIME: 09:53:15 

input Set : A:\401.app.txt D0®S Not Comgy 

Output Set: N:\CRF3\02132002\J053530.raw ConSCfed Diskette N8<SUW * 



3 <110> APPLICANT: Ledbetter, Jeffrey 

4 Hayden-Ledbetter , Martha 

6 <120> TITLE OF INVENTION: Binding Domain- Immunoglobulin Fusion Proteins 
8 <130> FILE REFERENCE: 390069.401 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/053 , 530 
13 <141> CURRENT FILING DATE: 2002-01-17 

15 <150> PRIOR APPLICATION NUMBER: US 09/765,208 

16 <151> PRIOR FILING DATE: 2001-01-17 
18 <160> NUMBER OF SEQ ID NOS : 38 

20 <170> SOFTWARE: Patentln version 3.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 812 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Artificial Sequence 
27 <220> FEATURE: 

29 <223> OTHER INFORMATION: SYNTHETIC MOUSE SCFV FUSION GENE 

31 <220> FEATURE: 

32 <221> NAME/KEY: sig_peptide 

33 <222> LOCATION: (13).. (78) 

35 <220> FEATURE: 

36 <221> NAME/KEY: V_region 

37 <222> LOCATION: (79).. (396) 

38 <223> OTHER INFORMATION: light chain variable region for anti-CD20 scFv 

41 <220> FEATURE: 

42 <221> NAME/KEY: misc_feature 

43 <22*2> LOCATION: (397).. (444) 

44 <223> OTHER INFORMATION: asp-gly3ser (gly4ser ) 2 -ser peptide linker 
4 7 <220> FEATURE: 

48 <221> NAME/KEY: V_region 

49 <222> LOCATION: (445).. (808) 

50 <223> OTHER INFORMATION: heavy chain variable region for anti-CD20 scFv 

53 <400> SEQUENCE: 1 

54 aagcttgccg ccatggattt tcaagtgcag attttcagct tcctgctaat cagtgcttca 
56 gtcataattg ccagaggaca aattgttctc tcccagtctc cagcaatcct gtctgcatct 120 
58 ccaggggaga aggtcacaat gacttgcagg gccagctcaa gtgtaagtta catgcactgg 180 
60 taccagcaga agccaggatc ctcccccaaa ccctggattt atgccccatc caacctggct 240 
62 tctggagtcc ctgctcgctt cagtggcagt gggtctggga cctcttactc tctcacaatc 300 
64 agcagagtgg aggctgaaga tgctgccact tattactgcc agcagtggag ttttaaccca 360 
66 cccacgttcg gtgctgggac caagctggag ctgaaaggtg gcggtggctc gggcggtggt 420 
68 ggatctggag gaggtgggag ctctcaggct tatctacagc agtctggggc tgagctggtg 480 
70 aggcctgggg cctcagtgaa gatgtcctgc aaggcttctg gctacacatt taccagttac 540 
72 aatatgcact gggtaaagca gacacctaga cagggcctgg aatggattgg agctatttat 600 
74 ccaggaaatg gtgatacttc ctacaatcag aagttcaagg gcaaggccac actgactgta 660 



P 



60 
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— PATENT APPLICATION : US/10/05 3,530 TIME: 09:53:15 
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76 gacaaatcct ccagcacagc ctacatgcag ctcagcagcc tgacatctga agactctgcg 720 
78 gtctatttct gtgcaagagt ggtgtactat agtaactctt actggtactt cgatgtctgg 780 
80 ggcacaggga ccacggtcac cgtctctgat ca 812 

83 <210> SEQ ID NO: 2 

84 <211> LENGTH: 1518 

85 <212> TYPE: DNA 

86 <213> ORGANISM: Artificial Sequence 
88 <220> FEATURE: 

90 <223> OTHER INFORMATION: SYNTHETIC MOUSE HUMAN CHIMERIC FUSION GENE 

92 <220> FEATURE: 

93 <2 21> NAME/KEY: misc_f eature 

94 <222> LOCATION: (13).. (807) 

95 <2 23> OTHER INFORMATION: MURINE ANTI- HUMAN CD20 SCFv 

98 <220> FEATURE: 

99 <221> NAME/KEY: C_region 

100 <222> LOCATION: ( 808 )..( 1513 ) 

101 <223> OTHER INFORMATION: HUMAN IgGl Fc TAIL, WILD TYPE HINGE, CH2 AND CH3 

104 <400> SEQUENCE: 2 

105 aagcttgccg ccatggattt tcaagtgcag attttcagct tcctgctaat cagtgcttca 60 
107 gtcataattg ccagaggaca aattgttctc tcccagtctc cagcaatcct gtctgcatct 120 
109 ccaggggaga aggtcacaat gacttgcagg gccagctcaa gtgtaagtta catgcactgg 180 
111 taccagcaga agccaggatc ctcccccaaa ccctggattt atgccccatc caacctggct 240 
113 tctggagtcc ctgctcgctt cagtggcagt gggtctggga cctcttactc tctcacaatc 300 
115 agcagagtgg aggctgaaga tgctgccact tattactgcc agcagtggag ttttaaccca 360 
117 cccacgttcg gtgctgggac caagctggag ctgaaagatg gcggtggctc gggcggtggt 420 
119 ggatctggag gaggtgggag ctctcaggct tatctacagc agtctggggc tgagctggtg 480 
121 aggcctgggg cctcagtgaa gatgtcctgc aaggcttctg gctacacatt taccagttac 540 
123 aatatgcact gggtaaagca gacacctaga cagggcctgg aatggattgg agctatttat 600 
125 ccaggaaatg gtgatacttc ctacaatcag aagttcaagg gcaaggccac actgactgta 660 
127 gacaaatcct ccagcacagc ctacatgcag ctcagcagcc tgacatctga agactctgcg 720 
129 gtctatttct gtgcaagagt ggtgtactat agtaactctt actggtactt cgatgtctgg; 780 
131 ggcacaggga ccacggtcac cgtctctgat caggagccca aatcttgtga caaaactcac 840 
13 3 acatgcccac cgtgcccagc acctgaactc ctggggggac cgtcagtctt cctcttcccc 900 
135 ccaaaaccca aggacaccct catgatctcc cggacccctg aggtcacatg cgtggtggtg 960 
137 gacgtgagcc acgaagaccc tgaggtcaag ttcaactggt acgtggacgg cgtggaggtg 1020 
139 cataatgcca agacaaagcc gcgggaggag cagtacaaca gcacgtaccg tgtggtcagc 1080 
141 gtcctcaccg tcctgcacca ggactggctg aatggcaagg agtacaagtg caaggtctcc 1140 
143 aacaaagccc tcccagcccc catcgagaaa acaatctcca aagccaaagg gcagccccga 1200 
145 gaaccacagg tgtacaccct gcccccatcc cgggatgagc tgaccaagaa ccaggtcagc 1260 
147 ctgacctgcc tggtcaaagg cttctatccc agcgacatcg ccgtggagtg ggagagcaat 1320 
149 gggcagccgg agaacaacta caagaccacg cctcccgtgc tggactccga cggctccttc 1380 
151 ttcctctaca gcaagctcac cgtggacaag agcaggtggc agcaggggaa cgtcttctca 1440 
153 tgctccgtga tgcatgaggc tctgcacaac cactacacgc agaagagcct ctccctgtct 1500 
155 ccgggtaaat gatctaga 1518 

158 <210> SEQ ID NO: 3 

159 <211> LENGTH: 1518 

160 <212> TYPE: DNA 

161 <213> ORGANISM: Artificial Sequence 
163 <220> FEATURE: 
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CHIMERIC FUSION GENE 



165 <223> OTHER INFORMATION: SYNTHETIC MOUSE -HUMAN CHIME] 

167 <220> FEATURE: lJjJc tjU^ 

168 <221> NAME/KEY: misc_f eature/ 



169 <222> LOCATION: ( 13 ) . . ( 807 ) <22 3> MOUSE ANTI-HUMAN CD20 SCFV 

172 <220> FEATURE: 

173 <221> NAME/KEY: C_region 

174 <222> LOCATION: ( 808 )..( 1513 ) 

175 <223> OTHER INFORMATION: HINGE CYSTEINES (826-829; 844-847; 853-856) MUTATED TO 
SERINES . • 

176 PROLINE TO SERINE MUTATION (880-883) IN CH2 DISRUPTS EFFECTOR FUN 

177 CTION 

180 <400> SEQUENCE: 3 

181 aagcttgccg ccatggattt tcaagtgcag attttcagct tcctgctaat cagtgcttca 60 
183 gtcataattg ccagaggaca aattgttctc tcccagtctc cagcaatcct gtctgcatct 120 
185 ccaggggaga aggtcacaat gacttgcagg gccagctcaa gtgtaagtta catgcactgg 180 
187 taccagcaga agccaggatc ctcccccaaa ccctggattt atgccccatc caacctggct 240 
189 tctggagtcc ctgctcgctt cagtggcagt gggtctggga cctcttactc tctcacaatc 300 
191 agcagagtgg aggctgaaga tgctgccact tattactgcc agcagtggag ttttaaccca 360 
193 cccacgttcg gtgctgggac caagctggag ctgaaagatg gcggtggctc gggcggtggt 420 
195 ggatctggag gaggtgggag ctctcaggct tatctacagc agtctggggc tgagctggtg 480 
197 aggcctgggg cctcagtgaa gatgtcctgc aaggcttctg gctacacatt taccagttac 540 
199 aatatgcact gggtaaagca gacacctaga cagggcctgg aatggattgg agctatttat 600 
201 ccaggaaatg gtgatacttc ctacaa'tcag aagttcaagg gcaaggccac actgactgta 660 
203 gacaaatcct ccagcacagc ctacatgcag ctcagcagcc tgacatctga agactctgcg 720 
205 gtctatttct gtgcaagagt ggtgtactat agtaactctt actggtactt cgatgtctgg 780 
207 ggcacaggga ccacggtcac cgtctctgat caggagccca aatcttctga caaaactcac 840 
209 acatccccac cgtccccagc acctgaactc ctggggggat cgtcagtctt cctcttcccc 900 
211 ccaaaaccca aggacaccct catgatctcc cggacccctg aggtcacatg cgtggtggtg 960 
213 gacgtgagcc acgaagaccc tgaggtcaag ttcaactggt acgtggacgg. cgtggaggtg 1020 
215 cataatgcca agacaaagcc gcgggaggag cagtacaaca gcacgtaccg tgtggtcagc 1080 
217 gtcctcaccg tcctgcacca ggactggctg aatggcaagg agtacaagtg caaggtctcc 1140 
219 aacaaagccc tcccagcccc catcgagaaa acaatctcca aagccaaagg gcagccccga 1200 
221 gaaccacagg tgtacaccct gcccccatcc cgggatgagc tgaccaagaa ccaggtcagc 1260 
223 ctgacctgcc tggtcaaagg cttctatccc agcgacatcg ccgtggagtg ggagagcaat 1320 
225 gggcagccgg agaacaacta caagaccacg cctcccgtgc tggactccga cggctccttc 1380 
227 ttcctctaca gcaagctcac cgtggacaag agcaggtggc agcaggggaa cgtcttctca 144 0 
22 9 tgctccgtga tgcatgaggc tctgcacaac cactacacgc agaagagcct ctccctgtct 1500 
231 ccgggtaaat gatctaga 1518 

234 <210> SEQ ID NO: 4 

235 <211> LENGTH: 1518 

236 <212> TYPE: DNA 

237 <213> ORGANISM: Artificial Sequence 
239 <220> FEATURE: 

241 <223> OTHER INFORMATION: SYNTHETIC MOUSE-HUMAN CHIMERIC FUSION GENE 

243 <220> FEATURE: 

244 <221> NAME/KEY: misc_f eature 

245 <222> LOCATION: (13).. (807) 

246 <223> OTHER INFORMATION: MOUSE ANTI -HUMAN CD20 SCFV 

249 <220> FEATURE: 

250 <221> NAME/KEY: C_region 
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856) 



251 
252 



RAW SEQUENCE LISTING DATE- 02/V>/?nn9 

PATENT APPLICATION: US/10/053 , 530 TIME : 09:53:15 

Input Set : A:\4 01.app.txt 

Output Set: N:\CRF3\02132002\J053530.raw 

<222> LOCATION: ( 808 )..( 1513 ) 

<223> OTHER INFORMATION: HINGE CYSTEINES MUTATED TO SERINES (826-829; 844-847; 



853- 



253 
256 
257 
259 
261 
263 
265 
267 
269 
271 
273 
275 
277 
279 
281 
283 
285 
287 
289 
291 
293 
295 
297 
299 
301 
303 
305 
307 
310 
311 
312 
313 
315 
317 
319 
320 
321 
322 
325 
326 
327 
328 
331 
332 
333 
334 
337 



DOMAINS MEDIATE EFFECTOR FUNCTIONS 



WILD TYPE CH2 AND CH3 
<400> SEQUENCE: 4 

aagcttgccg ccatggattt tcaagtgcag attttcagct tcctgctaat cagtgcttca 60 

gtcataattg ccagaggaca aattgttctc tcccagtctc cagcaatcct gtctgcatct 120 

ccaggggaga aggtcacaat gacttgcagg gccagctcaa gtgtaagtta catgcactgg 180 

taccagcaga agccaggatc ctcccccaaa ccctggattt atgccccatc caacctggc? Ill 

tctggagtcc ctgctcgctt cagtggcagt gggtctggga cctcttactc tctcacaatc 300 

cccacSca allrlT^ tgCt ^ Ct tattactgcc agcagtggag ttttaaccca 

cccacgttcg gtgctgggac caagctggag ctgaaagatg gcggtggctc gggcggtggt 420 

ggatctggag gaggtgggag ctctcaggct tatctacagc agtctggggc lo 0 

aggcctgggg cctcagtgaa gatgtcctgc aaggcttc^g gctacacKt tacca^ac 540 

ccaaiaa^S StSlol? g ! Cacc1 ™ C *^^ aatggattgg agctatttat 6 0 

gacalatcct crllr T™^* 9 aa ^ ttcaa ^ gcaaggccac actgactgta 660 

atcta^S ^cagcacagc ctacatgcag ctcagcagcc tgacatctga agactctgcg 720 

gtctatttct gtgcaagagt ggtgtactat agtaactctt actggtactt cgatgtctgg 780 

ggcacaggga ccacggtcac cgtctctgat caggagccca aatcttctga caaaactcac 840 

acatccccac cgtccccagc acctgaactc ctggggggac cgtcagtctt cctcttcccc 900 

ccaaaaccca aggacaccct catgatctcc cggacccctg aggtcacatg cgtgg^ggtg 960 

gacgtgagcc acgaagaccc tgaggtcaag ttcaactggt acgtggacgg cgtggagg^g 1 020 

cataatgcca agacaaagcc gcgggaggag cagtacaaca gcacgtaccg tgtggtcagc 1080 

gtcctcaccg tcctgcacca ggactggctg aatggcaagg agtacaagtg caag^ctcc llto 

aacaaagccc tcccagcccc catcgagaaa acaatctcca aagccaaagg gcagccccaa ^00 

gaaccacagg tgtacaccct gcccccatcc cgggatgagc tgaccaagaa ccaggtcagc 1260 
ctgacctgcc tggtcaaagg cttctatccc agcgacatcg ccgtggagtg ggagagcaat 

gggcagccgg agaacaacta caagaccacg cctcccgtgc tggactccga cggctcrttc llso 

taToral Ca r a T tCaC C ^ C ^ agcaggtggc agcaggggaa cg^cttSca 1440 

ss tiitmr tct,oacaac cactacacgc ^-w* ™° 

<210> SEQ ID NO: 5 .... - 1518 

<211> LENGTH: 1524 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<220> ^TURE NF0RMATI ° N: SYNTHETIC M00SE HUMAN CHIMERIC FUSION GENE 
NAME/KEY: misc_f eature 
LOCATION: (1) . . (796) 

OTHER INFORMATION: MOUSE ANTI HUMAN CD20 SCFV 
FEATURE : 

NAME/KEY: N_region 
LOCATION: (797) (864) 

OTHER INFORMATION: HUMAN IGA HINGE REGION 
FEATURE: 
<221> NAME/KEY: C_region 
<222> LOCATION: ( 865 )..( 1518 ) 

sequenS™^ 10 ^ HUMAN IGG1 CH2 AND CH3 wild type fc doma ™ 



<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 



<223> 
<400> 
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338 atggattttc aagtgcagat tttcagcttc ctgctaatca gtgcttcagt cataattgcc 
34 0 agaggacaaa ttgttctctc ccagtctcca gcaatcctgt ctgcatctcc aggggagaag 
342 gtcacaatga cttgcagggc cagctcaagt gtaagttaca tgcactggta ccagcagaag 
344 ccaggatcct cccccaaacc ctggatttat gccccatcca acctggcttc tggagtccct 
346 gctcgcttca gtggcagtgg gtctgggacc tcttactctc tcacaatcag cagagtggag 
348 gctgaagatg ctgccactta ttactgccag cagtggagtt ttaacccacc cacgttcggt 
350 gctgggacca agctggagct gaaagatggc ggtggctcgg gcggtggtgg atctggagga 
352 ggtgggagct ctcaggctta tctacagcag tctggggctg agctggtgag gcctggggcc 
354 tcagtgaaga tgtcctgcaa ggcttctggc tacacattta ccagttacaa tatgcactgg 
356 gtaaagcaga cacctagaca gggcctggaa tggattggag ctatttatcc aggaaatggt 
358 gatacttcct acaatcagaa gttcaagggc aaggccacac tgactgtaga caaatcctcc 
360 agcacagcct acatgcagct cagcagcctg acatctgaag actctgcggt ctatttctgt 
362 gcaagagtgg tgtactatag taactcttac tggtacttcg atgtctgggg cacagggacc 
364 acggtcaccg tctctgatca gccagttccc tcaactccac ctaccccatc tccctcaact 
366 ccacctaccc catctccctc atgcgcacct gaactcctgg ggggaccgtc agtcttcctc 
368 ttccccccaa aacccaagga caccctcatg atctcccgga cccctgaggt cacatgcgtg 
370 gtggtggacg tgagccacga agaccctgag gtcaagttca actggtacgt ggacggcgtg 
372 gaggtgcata atgccaagac aaagccgcgg gaggagcagt acaacagcac gtaccgtgtg 
374 gtcagcgtcc tcaccgtcct gcaccaggac tggctgaatg gcaaggagta caagtgcaag 
376 gtctccaaca aagccctccc agcccccatc gagaaaacaa tctccaaagc caaagggcag 
378 ccccgagaac cacaggtgta caccctgccc ccatcccggg atgagctgac caagaaccag 
380 gtcagcctga cctgcctggt caaaggcttc tatcccagcg acatcgccgt ggagtgggag 
382 agcaatgggc agccggagaa caactacaag accacgcctc ccgtgctgga ctccgacggc 
384 tccttcttcc tctacagcaa gctcaccgtg gacaagagca ggtggcagca ggggaacgtc 
386 ttctcatgct ccgtgatgca tgaggctctg cacaaccact acacgcagaa gagcctctcc 
388 ctgtctccgg gtaaatgatc taga 

391 <210> SEQ ID NO: 6 

392 <211> LENGTH: 711 

393 <212> TYPE: DNA 

394 <213> ORGANISM: Artificial Sequence 
396 <220> FEATURE: 

398 <223> OTHER INFORMATION: SYNTHETIC HUMAN PARTIAL FUSION GENE 

400 <220> FEATURE: 

401 <221> NAME/KEY: misc_f eature 

402 <222> LOCATION:. (1)..(705) 

403 <223> OTHER INFORMATION: HINGE CYSTEINES MUTATED TO SERINES (19-21- 

406 <400> SEQUENCE: 6 

407 gatcaggagc ccaaatcttc tgacaaaact cacacatccc caccgtcccc agcacctgaa 
409 ctcctggggg gaccgtcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc 
411 tcccggaccc ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc 
413 aagttcaact ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag 
415 gagcagtaca acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg 
417 ctgaatggca aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag 
419 aaaacaatct ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca 
421 tcccgggatg agctgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat 
423 cccagcgaca tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc 
425 acgcctcccg tgctggactc cgacggctcc ttcttcctct acagcaagct caccgtggac 
427 aagagcaggt ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac 
429 aaccactaca cgcagaagag cctctccctg tctccgggta aatgatctag a 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1524 



37-39; 46-48) 

60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
711 
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VERIFICATION SUMMARY 

PATENT APPLICATION ~- US/10/0537530 " " 

Input Set : A:\401.app.txt 

Output Set: N:\CRF3\02I32002\J053530.raw 



DATE: 02/13/2002 
TIME: 09:53:16 



L:ll M:270 C: Current Application Number differs, Wrong Format 



file://C:\Crf3\Outhold\VsrJ053530.htm 



2/13/02 



